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Patients infected with severe acute metabolism syndrome 
coronavirus (SARS-CoV-2) will develop severe sickness necessitating 
medical aid admission. Critically sick patient’s area unit inclined for 
the event of secondary microorganism infections. Because of a mix 
of virus- and drug-induced immunological disorder, critically sick 
patients with corona virus malady 2019 (COVID-19) could even have 
the next risk of developing a secondary infection. These secondary 
infections will worsen the severity of sickness and increase the danger 
of death. Any analysis on secondary infections in COVID-19 patients is 
crucial. Therefore, the target of this study was to analyze the incidence 
and associated risk factors of secondary microorganism infections and 
to spot the foremost common teams of pathogens in critically sick 
COVID-19 patients.

This mono-center, retrospective empirical cohort study was 
performed at the intensive care unit (ICU) of the Jessa Hospital, 
Hasselt, Belgium. All adult COVID-19 patients admitted to the 
ICU from 13 March 2020 until 17 October 2020 were eligible for 
inclusion within the study. Knowledge from the ensuing 116 patients 
was prospectively entered into a customized database. The resulting 
database was retrospectively reviewed to analyze three kinds of 
secondary microorganism infections (secondary respiratory illness, 
blood infections of unknown origin, catheter-related sepsis).

This study confirms that the incidence of secondary microorganism 
infections is extremely high in critically sick COVID-19 patients. These 
patients area unit at highest risk of developing secondary respiratory 
illness. Male gender, a history of diabetes mellitus and therefore the 
administration of corticosteroids were related to redoubled risk of 
secondary microorganism infection [1].

Severe acute metabolism syndrome coronavirus 2 (SARS-CoV-2) 
is that the explanation for the continuing pandemic of coronavirus 
malady (COVID-19). The spectrum of malady severity of patients 
infected with SARS-CoV-2 is extremely wide: from associate 
symptomless carrier state to severe lower tract infection and significant 
sickness with intensive care unit (ICU) demand [2].

This mono-center, investigator-initiated, longitudinal, 
retrospective empirical  cohort study was performed at the ICU of the 
Jessa Hospital, Hasselt, Belgium, once approval by the moral committee 
of Jessa Hospital, Hasselt, Belgium on 14th Apr 2021 (2021-037) and 
registration on clinicaltrials.gov (NCT04877808). Written consent was 
waived considering the pressing ought to collect knowledge on the 
continuing pandemic and therefore the retrospective nature of this 
study. This study is according in keeping with the Strengthening the 
coverage of empirical studies in medicine (STROBE) statement [3].

The diagnosing of a secondary microorganism infection was 
supported clinical symptoms together with laboratory analyses. 
Secondary respiratory illness was diagnosed once the patient 
developed clinical symptoms, positive radiologic signs and had positive 
laboratory-confirmed culture from the lower tract. The diagnosing 
of blood stream infection of unknown origin was supported clinical 
symptoms together with a positive blood culture, within the absence 
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of a confirmed or suspected origin of the infection. Catheter-related 
infection was diagnosed within the case of clinical symptoms associated 
with infection together with a positive culture originating from tubing. 
All positive cultures were any analyzed to spot the accountable 
microorganism.

In this empirical cohort study, we have a tendency to determine a 
really high incidence of sixty eight of secondary infections in critically 
sick patients infected with SARS-CoV-2. Secondary respiratory illness 
(65%) was the foremost of times diagnosed secondary infection, 
followed by blood infection of unknown origin (30%) and catheter-
related infection (15%). This study suggests that patients stricken by 
secondary infections could also be at higher risk of longer ICU and 
hospital keep however not of ICU death.

In this study cohort the foremost common form of pathogens 
accountable for secondary respiratory illness were the gram-negative 
bacilli, followed by gram-positive cocci. This observation is per what 
we might expect supported literature. an oversized multicenter study, 
performed in thirty six European ICUs, known gram-negative bacilli, 
in the main genus Pseudomonas auruginosa, Enterobacter species, and 
escherichia because the commonest bacterium concerned in secondary 
respiratory illness in COVID-19 patients.

The incidence of blood stream infection and catheter-related 
infection was comparable the incidence of secondary infection in 
critically sick patients not infected with SARS-CoV-2. The foremost 
common pathogens known in blood cultures or tubing cultures from 
patients with a blood infection or catheter-related infection were 
gram-positive cocci [4]. This is often in line with the actual fact that 
staph aurous is frequent a commensal on the skin and infrequently 
accountable for blood stream infections and catheter-related infections.

This study has many limitations. First, the retrospective single-
center style and therefore the little range of patients enclosed during 
this cohort negatively impact the generalizability of our findings. 
Second, because of the tiny sample, solely unavailable analyses can be 
performed. To verify the delineate doable associations any analysis 
is critical. Third, data on identification of bacterium on a species 
level wasn't continually provided by the department of biology [5]. 
Therefore, we have a tendency to select to gift solely broad classes of 
bacterium (Gram-positive/negative bacilli/cocci).
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This study confirms that the incidence of secondary microorganism 
infections in critically sick patients infected with SARS-CoV-2 is 
extremely high. Additional specifically, these patients area unit at 
highest risk of developing secondary respiratory illness, followed by 
blood infection of unknown origin and catheter-related infection. Male 
gender, a history of diabetes mellitus and better dosing of corticosteroids 
were related to redoubled risk of secondary microorganism infection.
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