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Abstract
Emerging environmental pollutants, including pharmaceuticals, personal care products, and industrial chemicals, 

pose significant risks to ecosystems and human health due to their persistence and toxicity. Traditional remediation 
methods often fail to address these complex contaminants efficiently. Microbiome engineering, a novel approach 
that involves manipulating microbial communities to enhance pollutant degradation, offers promising solutions for 
bioremediation. This review explores the potential of microbiome engineering for the bioremediation of emerging 
pollutants, focusing on how tailored microbial consortia can be designed to degrade specific contaminants in diverse 
environmental settings. The paper discusses various strategies, such as gene editing, synthetic biology, and the 
optimization of microbial interactions, to enhance the metabolic pathways involved in pollutant degradation. Additionally, 
the challenges of applying microbiome engineering at a large scale, including environmental stability, regulatory 
concerns, and ecological impacts, are examined. The review also highlights recent advancements in microbiome 
research and provides future directions for improving the effectiveness of microbiome-based bioremediation for 
emerging environmental pollutants.
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Introduction
Emerging pollutants are a broad category of novel or previously 

overlooked contaminants that are increasingly detected in the 
environment. These pollutants include pharmaceuticals, personal care 
products, endocrine-disrupting chemicals (EDCs), agrochemicals, 
and industrial byproducts. Unlike traditional pollutants, emerging 
contaminants often have complex chemical structures, low 
biodegradability, and high toxicity [1]. As a result, they can accumulate 
in the environment and enter food chains, posing risks to biodiversity, 
ecosystem health, and human safety. Traditional pollution remediation 
methods, such as chemical treatments, filtration, and incineration, are 
often ineffective for these persistent contaminants [2]. Additionally, 
they may involve high energy consumption and produce secondary 
pollutants, creating further environmental burdens. In contrast, 
bioremediation, the use of biological systems to degrade or detoxify 
pollutants, offers a more sustainable alternative. Recent advancements 
in microbiome engineering the deliberate modification of microbial 
communities for specific purposes have opened new possibilities for 
enhancing bioremediation, particularly for emerging pollutants [3].

Microbiome Engineering for Bioremediation

Microbial consortia for pollutant degradation: One of the most 
effective strategies in microbiome engineering for bioremediation is 
the use of microbial consortia a diverse group of microorganisms that 
work synergistically to degrade pollutants. Unlike single-strain systems, 
consortia benefit from a broader range of metabolic pathways, increasing 
the overall efficiency and robustness of the degradation process [4]. For 
example, in the bioremediation of pharmaceutical residues, different 
microbial species may cooperate, with some specializing in the 
initial breakdown of complex compounds, while others complete the 
mineralization process or detoxify intermediate products. Advances 
in metagenomics and high-throughput sequencing technologies have 
allowed researchers to identify the microbial species that are most 
effective at degrading specific contaminants [5]. By assembling tailored 
consortia, microbiome engineering can enhance the overall capacity for 

pollutant degradation. In many cases, engineered consortia can adapt 
to fluctuating environmental conditions, providing a more flexible 
solution for bioremediation.

Gene editing and synthetic biology: Gene editing technologies, 
such as CRISPR-Cas9, have revolutionized microbiome engineering 
by enabling precise modifications to the genomes of individual 
microorganisms. In bioremediation, these technologies can be used 
to enhance the degradation pathways of specific pollutants, introduce 
novel biochemical pathways, or increase the microbial community's 
resistance to toxic contaminants [6]. For instance, CRISPR-based tools 
have been employed to introduce genes responsible for degrading 
certain pharmaceuticals or xenobiotics into bacterial strains [7]. These 
engineered microbes can then be incorporated into bioremediation 
systems, where they contribute to the breakdown of pollutants in 
contaminated environments. Moreover, synthetic biology allows for 
the design of entirely new, synthetic pathways within microbial cells, 
offering unprecedented control over the bioremediation process.

Biotransformation pathways: In addition to complete 
mineralization, many emerging pollutants are transformed by 
microbes into less harmful intermediates through biotransformation. 
Microorganisms can degrade complex compounds by breaking 
down their chemical bonds or modifying their structure [8]. These 
transformations may involve the addition or removal of functional 
groups, reducing toxicity and enhancing the ability of the pollutant 
to be safely integrated into natural cycles [9]. Through microbiome 
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engineering, the rate and specificity of these biotransformation 
reactions can be optimized. For example, the addition of engineered 
microbes capable of oxidizing or reducing certain pollutants, such 
as EDCs or pesticides, can accelerate the detoxification process [10]. 
Furthermore, specific enzyme systems, such as oxidoreductases and 
hydrolases, can be tailored to target emerging contaminants more 
efficiently, facilitating their breakdown in contaminated water or soil.

Conclusion
Microbiome engineering offers a transformative approach to the 

bioremediation of emerging environmental pollutants, addressing 
the growing challenges posed by contaminants that are persistent, 
toxic, and often difficult to degrade using traditional methods. By 
leveraging the natural capabilities of microbial communities, and 
enhancing them through genetic modification, synthetic biology, and 
consortia design, microbiome engineering can provide highly efficient, 
sustainable, and eco-friendly solutions for environmental cleanup. 
While promising, the successful application of microbiome engineering 
in bioremediation faces several challenges. These include ecological 
stability, environmental variability, regulatory hurdles, and the 
potential for unintended ecological impacts. Ensuring the persistence 
and effectiveness of engineered microbial communities in diverse and 
fluctuating environments is critical to realizing their full potential. 
Moreover, the development of safe and scalable deployment strategies, 
alongside clear regulatory frameworks, will be essential for wide-scale 
adoption. Future research should focus on improving the robustness 
of engineered microbiomes, optimizing their performance in real-
world environments, and combining microbiome engineering with 
other remediation technologies for synergistic effects. With advances 
in genetic tools, microbiome characterization, and synthetic biology, 
it is likely that microbiome engineering will become a cornerstone in 
the fight against emerging pollutants, leading to more sustainable and 
efficient environmental management solutions.

Acknowledgement

None

Conflict of Interest

None

References
1.	 Galbraith JA, Beggs JR, Jones DN, McNaughton EJ., Krull CR, et al. (2014) 

Risks and drivers of wild bird feeding in urban areas of New Zealand. Biol 
Conserv. 180: 64-74. 

2.	 Galbraith JA, Beggs JR, Jones DN, Stanley MC (2015) Supplementary feeding 
restructures urban bird communities. Proc Natl Acad Sci 112: 1-10.

3.	 Hartup BK, Bickal JM, Dhondt AA, Ley DH, Kollias GV, et al. (2001) Dynamics 
of conjunctivitis and Mycoplasma gallisepticum infections in house finches. Auk 
118: 327-333.

4.	 Howard P, Jones DN (2004) A qualitative study of wildlife feeding in south-east 
Queensland. Urban Wildlife: More than Meets the Eye, eds D. Lunney and S. 
Burgin 55-62.

5.	 Jones D (2011) An appetite for connection: Why we need to understand the 
effect and value of feeding wild birds. Emu 111: i-vii. 

6.	 Jones DN (2017) Influential factors for natal dispersal in an avian island 
metapopulation. J Avian Biol 39: 265-271. 

7.	 Jones DN, Reynolds SJ (2008) Feeding birds in our towns and cities: a global 
966 research opportunity. J Avian Biol 39: 265-271.

8.	 Lawson B, Robinson RA, Colvile KM, Peck KM, Chantrey J, et al. (2012) The 
emergence and spread of finch trichomonosis in the British Isles. Phil Trans R 
Soc B 367: 2852-2863.

9.	 Leston LF,  Rodewald AD (2006) Are urban forests ecological traps for 
understory birds? An examination using Northern Cardinals. Biol Conserv 131: 
566-574.

10.	Malpass JS, Rodewald AD, Matthews SN (2017) Species dependent effects of 
bird feeders on nest predators and nest survival of urban American Robins and 
Northern Cardinals. Condor 119: 1-16.

https://daneshyari.com/article/preview/6299582.pdf
https://www.pnas.org/doi/abs/10.1073/pnas.1501489112
https://www.pnas.org/doi/abs/10.1073/pnas.1501489112
https://academic.oup.com/auk/article/118/4/900/5562103
https://academic.oup.com/auk/article/118/4/900/5562103
https://watermark.silverchair.com/fs_2004_081.pdf?token=AQECAHi208BE49Ooan9kkhW_Ercy7Dm3ZL_9Cf3qfKAc485ysgAAArkwggK1BgkqhkiG9w0BBwagggKmMIICogIBADCCApsGCSqGSIb3DQEHATAeBglghkgBZQMEAS4wEQQM3077BptnIDi_nanIAgEQgIICbDaXhOqkB16yllv-dJMPepYEWYdHZJnWUz9v0no_pRioG2nQjLIYtPBgOK5rCmwCZp2s-ARYxTT5K3k6A9-1pyuUgBWndJ-_elOOyGKWHmDBvZ1uUsc-FvP2F1dXhx8tBF9yUn3UxOtyP_YUnF-nQxPlF9PN2Oo3LGUz5mvEekz7C3n-XZ71w62UWR_S7Rp_RIcDWjGFkMs8W42zLntAPy3TkSFHS8yWqDdEl_d4NAAIIwu1uxm9Zv7-4dAudIIuaXKMZTy1uLFLjA_zSrVV9x0Hb4zB0-ouQ619REAL4uNAFILENAME
https://watermark.silverchair.com/fs_2004_081.pdf?token=AQECAHi208BE49Ooan9kkhW_Ercy7Dm3ZL_9Cf3qfKAc485ysgAAArkwggK1BgkqhkiG9w0BBwagggKmMIICogIBADCCApsGCSqGSIb3DQEHATAeBglghkgBZQMEAS4wEQQM3077BptnIDi_nanIAgEQgIICbDaXhOqkB16yllv-dJMPepYEWYdHZJnWUz9v0no_pRioG2nQjLIYtPBgOK5rCmwCZp2s-ARYxTT5K3k6A9-1pyuUgBWndJ-_elOOyGKWHmDBvZ1uUsc-FvP2F1dXhx8tBF9yUn3UxOtyP_YUnF-nQxPlF9PN2Oo3LGUz5mvEekz7C3n-XZ71w62UWR_S7Rp_RIcDWjGFkMs8W42zLntAPy3TkSFHS8yWqDdEl_d4NAAIIwu1uxm9Zv7-4dAudIIuaXKMZTy1uLFLjA_zSrVV9x0Hb4zB0-ouQ619REAL4uNAFILENAME
https://www.publish.csiro.au/mu/MUv111n2_ED
https://www.publish.csiro.au/mu/MUv111n2_ED
https://onlinelibrary.wiley.com/doi/epdf/10.1111/j.0908-8857.2008.04239.x
https://onlinelibrary.wiley.com/doi/epdf/10.1111/j.0908-8857.2008.04239.x
https://www.jstor.org/stable/30244439
https://www.jstor.org/stable/30244439
https://royalsocietypublishing.org/doi/full/10.1098/rstb.2012.0130
https://royalsocietypublishing.org/doi/full/10.1098/rstb.2012.0130
https://www.sciencedirect.com/science/article/abs/pii/S0006320706000966
https://www.sciencedirect.com/science/article/abs/pii/S0006320706000966
https://academic.oup.com/condor/article/119/1/1/5152862?login=true
https://academic.oup.com/condor/article/119/1/1/5152862?login=true
https://academic.oup.com/condor/article/119/1/1/5152862?login=true

	Abstract

