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tatement of the Problem: Across Europe in 2015, 33110 death were attributed to antibiotic resistant bacterial infections.
S UK dentists are responsible for 10% of all antimicrobial prescriptions and so appropriate prescribing to limit the spread
and development of antimicrobial resistance is essential. Purpose of this study: To determine the prevalence of all known
antibiotic resistance genes (ARGs) in the oral cavity and review what mobile genetic elements (MGEs) are important in
disseminating them. Methodology: Studies describing the prevalence of ARGs in the oral cavity and the methods of spread of
antimicrobial resistance were identified in the electronic databases Embase, Medline and the Cochrane Library using ‘free
text’ and ‘MeSH’ terms from January 2000 to November 2020. Other journals were hand searched. Primary and secondary
screening was completing using inclusion and exclusion criteria. Findings: From 1509 articles identified, 44 met the selection
criteria. The most prevalent ARG in the oral cavity was tet(M). The mode of birth and a child’s environment in early life can
influence which genes are obtained. Countries with higher consumption of antibiotics generally have higher numbers of ARGs.
Enterococcus faecalis is a reservoir of resistance especially in root canals indicating the need to consider other approaches
in dentistry like CRISPR-Cas and phage therapy to remove ARGs. Poor oral hygiene can select for more pathogenic bacteria
that carry ARGs, which can transfer to pathogenic organisms. The most common MGE that transfers ARGs is the conjugative
transposon Tn916. Conclusion & Significance: 50% of the studies in the review were low quality. Recommendations for future
work include: use of larger sample sizes, investigation of a broader range of ARGs, improved methodologies and reporting to

improve quality of genetic testing in microbiology, randomization of subject selection.
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