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The digital pathology inside Inmunoscore® colon
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mmunoscore® quantifies the immune infiltrate within the microenvironment of the tumor. It is assessed by IHC and digital

pathology on FFPE colon cancer (CC) tissue. The Immunoscore® is intended as an aid for clinicians to assess prognosis of CC
at diagnosis, in combination with the tumor staging (AJCC/UICC-TNM classification). For each patient, 2 slides are stained
with primary anti-CD3 & anti-CD8 monoclonal antibodies respectively. Following digitization, virtual slides obtained using
a whole slide scanner are analyzed by a dedicated software (Immunoscore® Analyzer) able to calculate a score from CD3- and
CD8-positive T cells densities in the invasive margin and core tumor regions. The Immunoscore® provides a score defined as
low when low densities of both cell types are found in both regions, intermediate when densities are moderate and high when
high densities are found in both regions. Whereas the software is designed to allow the expert-driven reclassification of tissue
types (tumor, normal tissue and epithelium) which are necessary to compute the Immunoscore®, the software also proposes an
automated classification. Therefore, a recurring question is “how robust would the Immunoscore® be if digital pathology steps
are performed without any human supervision?” This question was answered by the high overall agreement (92% [85 - 96] over
the three-classes of Immunoscore®) between the automated classification with and without edition by a Pathologist.
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